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« Cytomegalovirus (CMV) antigens are reported in >90% of GBMs « Survival benefit observed in Phase | - Vaccine Responders: HLA-A and B alleles, reported to present CMV
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Foreign’ tumor-associated viral antigens are inherently immunogenic on CMV ELISPOT response and 91% (10/11) of Vaccine Non-Responders
* ¢gB and pp65 antigens are the mc?s.t frequent CMV targets for CD4+ and CD8+ T-cells » Vaccine Responders saw a 6.25-month improvement in median OS (14.0 mos) vs. Non-Responders (7.75 mos) . Tumor Response : HLA-B*0702 allele was present among 75% (3/4) of
« CDB8+ T cells are critical for killing of tumor cells - Tumor responses observed in both Phase | and Phase lla, study arm 1 patients with tumor responses (all of whom were vaccine responders) vs.
« (CDA4+ effector memory (CCR7-CD45RA-) cells preferentially migrate to the tumor * As of August 31, 2020, tumor responses were observed in 6 patients — 5 stable disease (SD) and 1 partial response 15% (2/13) of patients with progressive disease
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microenvironment and are critical for CD8+ T cell persistence and function (PR) - . HLA-B*0702 is known to present both CMV [E-1 and pp65 peptides
- Targeting CMV as a foreign viral antigen has the potential to harness, re-stimulate, *  CD4+/CD8+ ratio biomarker
and re-focus pre-existing anti-CMV immunity to clear CMV+ tumors « Anormal CD4+/CD8+ T cell ratio present at baseline has been identified as a potentially predictive biomarker
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